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97.01~12 9,746 26 027 2 0.02 0 0 L.None found
2.Citrobacter koseri
98.01~12 11,186 11 0.10 0 0 0 0
99.01~12 14,591 4 0.03 0 0 0 0
1.Streptococcus Bovis
100.01~12 18,741 1 0.06 4 0.02 0 0 2.Escherichia coli
3.Group D Enterococcus
4.Klebsiella pneumoniae
101.01~12 21,986 4 0.02 0 0 0 0
102.01~12 24,062 16 0.07 3 0.01 0 0 1.Escherichia coli
2.Listeria monocytogenes
3.Coagulase (-) Staphylococcus
103.01~12 22,456 8 0.04 2 0.01 0 0 1.Streptococcus gallolyticus
2. Listeria monocytogenes
104.01~12 23,689 10 0.04 2 0.008 0 0 1.Streptococcus species
2.Streptococcus species
105.01~12 24,365 6 0.02 2 0.01 0 0 1. Streptococcus gallolyticus
2. Streptococcus gallolyticus
1.Klebsiella pneumoniae ssp
2.Staphylococcus aureus(MRSA)
106.01~12 27,239 5 0.018 5 0.018 0 0 3.Streptococcus gallolyticus
4.Staphylococcus epidermidis
5.Citrobacter koseri
1.Staphylococcus epidermidis
107.01~12 27,084 6 0.022 2 0.007 0 0
2.Streptococcus gallolyticus
1.Listeria monocytogenes
2.Streptococcus gallolyticus
108.01~12 27,223 3 0.011 5 0.018 0 0 3.Citrobacter koseri
4.Streptococcus agalatiae
5.Staphylococcus epidermidis
109.01~12 31,769 10 0.031 0 0 0 0
110.01 2,777 1 0.036 0 0 0 0
110.02 2,356 0 0 1 0.042 0 0 1. Streptococcus species
110.03 2,828 4 0.14 0 0 0 0
110.04 2,764 1 0.036 0 0 0 0
110.05 2,668 4 0.14 0 0 0 0
110.06 2,521 3 0.12 0 0 0 0
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